Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.007 Å; disorder in main residue; R factor = 0.079; wR factor = 0.225; data-to-parameter ratio = 16.4.
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Crystal data Table 1 Hydrogen-bond geometry (Å , ). and Auclair, 2004) . Nicotinamide derivatives are important pharmaceutical compounds.They exhibit diverse bioactivities such as antimycobacterial (Jaju et al., 2009),antimicrobial (Patel and Shaikh, 2010) , CB 2 receptor agonist (Mitchell et al., 2009) properties. On the other hand 4-thiazolidinone derivatives have been shown to exhibit antifungal (Karali et al., 1998; Ozkirimli et al., 2009 ) reverse transcriptase inhibitor (Barreca et al., 2003) , hypoglycemic (Joy et al., 2005 ) antimicrobial (Chen et al., 2009 Güzeldemirci et al., 2010) , antiinlammatory (Vigorita et al., 2003) activities. We combine these two moieties as a part of an ongoing project directed towards the design and synthesis of antiviral molecules bearing 4-thiazolidinone and pyridine-3-carboxamide scaffolds together.
The title compound (I), (Fig. 1) , crystallizes in space group P-1 with two crystallographically independent molecules per asymmetric unit. The geometries of the two molecules of (I) are very similar.
In the 1,3-thiazolidine rings of both the A and B molecules, the carboxyl oxygens, the sulfur atoms, the methyl groups and the ring carbon attached to the methyl groups are disordered with site occupancies of 0.509 (7) and 0.491 (7) for S1, molecule A, and site occupancies of 0.464 (14) and 0.536 (14) for S2, molecule B.
In the 1,3-thiazolidine groups of (I), the dihedral angles between the mean planes of two components of the disordered rings are 10.8 (5)° for molecule A and 15.2 (5)° for molecule B.
The benzene and pyridine rings make dihedral angles of 83.9 (2) and 84.88 (19)° for molecules A and B, respectively. Intramolecular C-H···N hydrogen bonding influences the molecular conformations. The crystal structure is stabilized by the intermolecular N-H···N, C-H···O hydrogen bonds and C-H···Cl interactions. In addition, there is a π-π stacking interaction between the pyridine and benzene rings [Cg4···Cg7(1 -x, 1 -y, -z) = 3.794 (3) Å, Cg4 and Cg7 are the centroids of the C1-C6 benzene and N6/C28-C32 pyridine rings].
Experimental 0.01 mol of N'-(4-chlorobenzylidine)pyridine-3-carbohydrazide was reacted with 0.028 mol of 2-mercaptopropanoic acid in anhydrous benzene for 10 h using a Dean-Stark trap. Excess benzene was removed under reduced pressure. The residue was triturated with saturated sodium bicarbonate solution. The separated solid was filtered, washed with water and crystallized from methanol. White crystalline N- [5-methyl-2-(4-chlorophenyl)-4-oxo-1,3-thiazolidin-3-yl] 
Refinement
The NH H atoms were found from a difference Fourier map and restrained to 0.86 (2) Å, and refined with U iso (H) = 1.2U eq (N). The C-bound H atoms were geometrically placed (C-H = 0.93-0.98 Å) and refined as riding with U iso (H) = 1.2 or 1.5U eq (C). In the 1,3-thiazolidine groups of the two molecules of (I) in the asymmetric unit, the carboxyl O atoms, the sulfur atoms and the methyl groups and the C atoms of the mentioned ring attached to the methyl groups are disoder with site occupancies of 0.509 (7) and 0.491 (7) for the molecule with S1, and with site occupancies of 0.464 (14) and 0.536 (14) for the molecule with S2.
Figures Fig. 1 . View of the major components of the two disordered molecules in the asymmetric unit. Displacement ellipsoids for non-H atoms are drawn at the 20% probability level.
N- pyridine-3-carboxamide ) is used only for calculating -R-factor-obs etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Crystal data
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å
Geometric parameters (Å, °)
Cl1-C3 1.745 (6) C4-H4 0.9300 Cl2-C19 1.733 (5) C5-H5 0.9300 S1A-C7
1.800 (8) C7-H7 0.9800 S1A-C8A
1.804 (12) C8A-H8A 0.9800 S1B-C8B
1.800 (10) C8B-H8B 0.9800 S1B-C7
1.850 (6) C10A-H10B 0.9600 Symmetry codes: (vii) x+1, y, z; (vi) −x+1, −y, −z; (v) −x+1, −y+1, −z; (iii) −x, −y, −z+1; (xii) x−1, y−1, z+1; (viii) −x, −y, −z.
